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Figure 1 Effect of sulfur amino acid restriction on protein levels of the = form of glutathione
Stransferase (GST Yp) in primary rat hepatocytes. (A) After the 4-h attachment period, cells were
left to incubate in the control medium (high sulfur amino acid [HSAA]: 0.5 mmol/L L-methionine
and 0.2 mmol/L L-cysteine) or were switched to the low sulfur amino acid medium (LSAA: 0.1
mmol/L L-methionine and 0.1 mmol/L L-cysteine) for up to 6 d. For each lane, 5 ug of cytosol
protein was separated on 10% SDS-polyacrylamide gels and an immunobl ot assay was performed.
(B) Protein was quantitated by densitometry, and the level on d 1 for the HSAA-treated cells was
regarded as 1. Each value represented the mean + SD of four independent experiments. ®*Groups
in the same medium not sharing a common letter differ significantly, P<0.05.*Significant
difference between HSAA and LSAA on the same incubation time, P<0.05.
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FIGURE 2 Effect of Insulin and dexamethasone on the sulfur amino acids-mediated changein
protein levels of the n form of glutathione Stransferase (GST Yp). Hepatocytes were cultured with
HSAA or LSAA medium in the absence of growth factors (-) or in the presence of insulin (Ins) or
dexamethasone (Dex), respectively, for 6 d. (A) Immunoblot assay of GST Yp protein levels. (B)
Protein was quantitated by densitometry, and the level on d 6 for the HSAA-treated cells without
growth factor was regarded as 1. Values are mean + SD, n=3. ®Groups in the same medium not
sharing a common |letter differ significantly, P<0.05. *Significant difference between HSAA and

LSAA, P<0.05.
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FIGURE 3 The enzyme activity of the = form of glutathione S-transferase (GST Yp) in
primary rat hepatocytes cultured in either the HSAA or the LSAA medium for up to 6 d. Values are
mean + SD, n=3 or 4. ®Groups not sharing a letter are significantly different, P<0.05.
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Figure 4 Dose-dependent changesin GST Yp protein level of cells cultured in
0.02-0.5 mmol/L L-methionine for 4 d.



