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Fig.2 Phylogenetic relationships among the avian influenza A viruses. An unrooted neighbor-joining
tree of partial NS nucleotide sequences was generated followed by 1000 replications of boot-
strap-resampling. The number at each branch peoint indicates percentage prebability that the re-
sultant topology is correct. The lengths of the horizontal lines are proportional to the nu-
cleotide changes between sequences. Vertical lines separate progeny virus lineages at the point
where they branch from a theoretical common ancestor. Arrow indicates the position of the NS
gene of Afplover/Taiwan/93 in this study. Solid square indicates the position the strain that
was isolated from chicken in Taiwan. Solid stars indicate the position of the former virulent
strains in other countries. :
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: . Fig.3 Phylogenetic relationships among the swine and other mammalian influenza A viruses. Arrow

! indicates the position of the NS gene of A/plover/Taiwan/93 in this study. For more informa-
: tion see the legend to Fig. 2.
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Detection of Nonstructural Gene
of Influenza a Virus from Wild
Waterfowl in Datu Estuary Area

Chi-Ho Chan

In order to vunderstand the prevalence of
influenza A virus among migratory waterfowls in
the Taichung area of Taiwan, a total of two
hundred and forty-six samples of cloacal swabs,
including 86 samples from eastern Kentish
plovers (Charadrius alexandrinus), 26 from
whimbrels (Numenius phaeopus), 74 from dun-
blins (Calidris alpina), and 60 from Saunder’s
gulls (Laris saundersi) were collected. All sam-
ples were injected into 9 to 10 day-old chick
embryos after supplement of antibiotics and ul-
trafiltration. After 24 hours, the allantoic fluid
of the dead embryos underwent Hemagglutination

(HA} test. The positive HA test samples were
further studied by RT-PCR for the presence of
the nonstructural (NS} protein gene of influenza
A virus. The result indicated only one of the
cloacal samples from eastern Kentish plovers to
be positive. The PCR product was then subjected
to DNA sequencing and analyzed phylogenetical-
ly. The results indicated that both the NS gene
found in the isolate of this study and that of a
formerly prevalent strzin were closely related,
suggesting that the gene of the avian influenza
virus, which was once prevalent in domestic

fowls, might still persist among waterfowls.

Key words: influenza A virus, waterfowl, nonstructural protein gene, phylogenetic analysis
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