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Abstract

In Gram-negative bacteria, the proteins
translocation machineries are classified into
three type. Protein secretion viathe type 1
pathway, which is signal sequence-dependent
and viathe periplasm, is one of the most
common pathway. Proteins secreted to the
extracellular medium through this pathway
are divided to two-step process. Thefirst step
isthought to be identical to the process of
sec-dependent export to the periplasm in E.
coli. The second step involved the movement
of the periplasmic form of the proteins across
the outer membrane is not much understood.
In this study, We want to know whether
XpsG, H, | and J could form pilin-like
structure. We had prepared XpsG antibodies.
XpsH, Xpsl and XpsJ antibidies were still
preparing. By performing sucrose gradient
ultracentrifugation and detergent differential
solublization, we demonstrated that the X psG



is an inner membrane protein. Furthermore,
by analyzing the X psG protein elution profile
from gel filtration chromatography, we found
that it appears in higher-order structures
ranging in size from 30 to 600 kDa. These
species varied in their mobilities upon non-
denaturing polyacrylamide gel
electrophoresis. Further analysis indicated
that the high-molecular-mass multimers were
unstable when 1 mM EDTA was present in
the chromatography buffer, or upon a second
gel filtration chromatography. On the other
hand, the X psG protein appeared in
complexes with sizes greater than 200 kDa,
when the column buffer contained, instead of
DOC, CHAPS or OG. The XpsG-containing
high-order structures observed in this study
could be the pilus-like structure proposed for
the pilin-like protein family.
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