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Abstract

Extracellular secretion of protein has
to cross two membrane, cytoplasmic
membrane and outer membrane, in
Gram-negative bacteria. Type II
secretion pathway or general secretion
pathway, is widely distributed among
Gram-negative bacteria, and composed
of 12-14 gene products that are thought
to form a multiprotein complex for
protein secretion. The general
secretary pathway of [Xanthomonas
campestris pv. Campestris is require
for exoprotein across the cell envelope.
This machinery consists 11 ORFs (open
reading frames), xpsf-D XpsG, a
protein of 143 amino acid reside, is a
major competent for pili-like
structure. To biochemical analysis of
XpsG protein, was found to present in
the soluble (cytoplasm, plasma) that
was in multimer form and insoluble
(membrane) fraction that in dimmer form,
might form pilus-like structure. The
site-directed mutant of XpsG proteinat
the 70,103, 121, 128, andl139 positions,
only DI03E was found that could not
compensate the secretion ability of
XC1713. In this study XpsG-F120 protein
which seven residues DHHHHHV inserted
downstream of F120 is constructed, that
could not compensate the secretion
ability of XCi713. Subcellular

distribution analysis shows XpsG-F120
protein present in the insoluble
(membrane) fraction of lysed cell. Gel
filtration analysis found that
XpsG-F120 protein appears dissociable
by Triton X-100 or DOC treatment.
Besides, this mutant protein was
distributed in cytoplasmic membrane by
sucrose gradient, differs from wild
type XpsG in both cytoplasmic and outer
membrane. These results indicated that
XpsG protein form pilus-like structure
from cytoplasmic membrane to outer
membrane. In order to understand the
relation of other Xps protein for XpsG
MF distribution, each xps gene knockout
strain MF was analysis by sucrose
gradient. This experiment show that
XpsG was distributed in outer membrane
more than in cytoplasmic membrane when
xpsH or xpsD gene knockout strain, so
it is thought that XpsH and XpsD have
relation to XpsG MF distribution. But
what role XpsH and XpsD for XpsG MF
distribution were unknown, it is need
to future stdudying.
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