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Fig. 1. Anaysis of the CA relative density in
NSCLC.
expression by polyacrylamide gels.

(A) Detection of CA activity
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Fig. 2. Immunaoblot analysis of CAIl and CAllI
expression. CAl and CA 1l on the blot
represent the quantitative controls as
described in the Materials and Methods
section. TC, tumor fraction of surgical
resections; TN, adjacent normal tissue.
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Fig. 3 Analysis of the pro-MMP-9and active
MMP-9 in n various stages of NSCLC. (A)
Detection of pro-MMP-9and active MMP-9
expression by zymography. TC, tumor
fraction of surgical resections; TN, adjacent
normal tissue. (B) Comparison of density of
pro-MMP-9and active MMP-9 in NSCLC
patients.Student’s t test: * P <0.05, ** P < 0.01,
*** p < 0.001.
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Fig.4 Regression analysis expression of CA
activity with MMP-2in NSCLC.
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Fig.5 Regression analysis expression of
CA Il with MMP-2in NSCL






