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GE-3- 3 <]

Ok EZ
GFP CTGS5 CTG120 CAGS5 CAG120
i PR &k 15 15 15 15 15
o R S 50 50 50 50 50
RNA foci (4p f6 12 & , %8 30 &)
GFP CTG5 CTG120 CAG5 CAG120
ip PR & B 12 12 20 12 0
Bk 30 30 30 30 0
locomotion
GFP CTGS5 CTG120 CAGS5 CAG120
i PR & Bk 15 15 15 15 15
R S 50 50 50 50 50
body bends (3 L4 eh@ 24 -] pFis3-E)
GFP CTG5 CTG120 | CAGS5 CAG120
& 30 30 30 30 30
body bends | M 50.11 52.4 28.3 53.4 22.6
per 3 minis | g, 7.1 7.8 7.5 8.6 8.63
muscle structure
GFP CTG5 CTG120 CAGS5 CAG120
P 2 S | B | G4 | BF | Gdc | BA |t | BY | t# | B
Adult 19 0 22 | 025] 12 | 093 | 20 |0.09| 42 [0.83
L4 15 0 10 |022| 20 |0.83| 16 [0.09| 12 | 0.7
L3 17 0 16 | 02 | 13 |045| 16 [0.02| 11 [0.15
L2 15 0 17 | 018 | 16 | 038 | 18 [0.02| 13 |0.12
Total 66 65 61 70 78
electronic microscopy (#* L4/Adult ¥ & &)
GFP CTGS CTG120 CAGS5 CAG120
ip PR & Bk 3 2 1 2 1
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