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Dissecting the role of JHD2 whose protein product is
affinity-purified with Cdc4 in yeast-to-filament transition of

Candida albicans
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Introduction
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Materials and Methods
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transcription
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Results and Discussion
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Future work
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Figures :

Figure 1.

Lane 1: CaJHD2_FjiEH E% (372 bp)

Lane 2 : CaJHD2 iR E& (371 bp)

~370 bp

Figure 2.

a.

I * 315 (figure 2b.)Fz 3% jhd2 = ¥ 4 SAT1-flipper
Cassette #73 4% 5 4%

Maltose 3% # Cassette =5 K,ﬁ% 0

Figure 3.

5 A K enER AT 100

ug/ml YPD #: & HrFzin
cassette © if 7| f

YPD [100 pg/ml nou.]

b.zk 2+ * gz jhd2-/S 2 (:x:LF & ILF3kF-i%)
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Primer |. Primer Il.
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Figure 4.
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Figure 5.
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Figure 7.
a. Y187 & AHI109 # &1 » 4 L3042

e b.CaJhd2 ¥ CaCdc4 FFzte -
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SC-Leu-Trp SC-Leu-Trp-His

Figure 8.
a. 5 %8 p6HF-ACT1

Xhol Sphl
1 |

f I f
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L E G A C H H
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Y K D D D D K
sto|
TAAACATGC

7 (+)
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(2173bp)#: » p6HF-ACT1 = = U 0w o s -
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