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Abstract

The fragile X syndrome is the most
common cause of hereditay mentd
retardation and the second most frequent
cause of mental retardation after Down
syndrome. The majority of the fragile X
syndrome is due to the CGG trinucleotide
repeat expansion in the FMR-1 5
untranslated region. The expanded CGG
repeats will cause methylation of FMR-1
promoter, leading to suppression of FMR-1

expression. In general, fragile X syndrome is
due to an absence of FMRP production, or
the product is dysfunction. FMRP has been
demonstrated that it is an RNA binding
protein that contains two KH domains and an
RGG box domain. It shows selective RNA
binding ability but the exact target RNASs
(except its mRNA) ae unknown.
Furthermore, the effect on RNA binding is
also unclear. Since the cause of fragile X
syndrome is absence of FMRP, we suspect
that fragile X syndrome may result from
altered trandation of transcripts, which
normally bind to FMRP. Therefore, it is
important to find out the downstream target
genes of FMR-1 to explore the etiology of
fragile X syndrome. In this project, we use
FMRP-affinity column to purify specific
MRNA. By using probe derived from these
MRNA, we screened a human feta brain
cDNA library and obtained about 50
candidate clones.
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