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Characterization of the structural protein encoded by wssv067 of white spot
syndrome virus (WSSV)
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White spot syndrome virus (WSSV) is the
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Abstract:

severe mortalities of cultured shrimps all
over the world. However, most of the
annotated WSSV ORFs encode proteins that
have no homology to any known proteins or
motifs. To date, only a few WSSV genes
have been studied beyond this sequence
anaysis. Many genes that are important for
the completion of WSSV’s infection cycle
remain either to be identified or studied
further for interpreting their functional
involvement during WSSV infection.

In characterizing any virus, its structural
proteins are particularly important because
these proteins are the first molecules to
interact with the host and they therefore play
critical roles in cell targeting as well as
triggering host defenses. WSSV067 of
Taiwan isolate is an envelop protein and it is
also a best candidate for us to study the
protein-protein interaction between vira
protein and host receptor. Here we focus on
WSSV 067 to revedl its further characteristics
on protein level. We dso search for the
moleculars interacting with WSSV067 by
using protein-protein interaction skills.

According to the result reveded by
Western blotting, three protein forms were
detected on viral structure and virus-infected
tissues. Using yeast-two-hybrid analysis,
WSSV067 C-terminal truncated protein
binds to a putative shrimp chitin-binding
protein. While aligning the protein with other
known proteins, a consensus chitin-binding
type-2 domain was discovered. In the
researches on anima and baculovirus,



proteins with chitin-binding type-2 domain
may participate in the defense or immune
response of hosts.

Keywords WSSV, structural  proteins,
chitin-binding protein;
chitin-binding type-2 domain;
protein-protein interaction.
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