FHEFELTFPo AR § § 83540k 5 33
Mesangial im* &4 %]+ NF-kB 2 AP-1 /& it = MCP-1 4~
COX-2 # 3R2_ # 7%

Eal T R N A |

P+ F % 5 ¢ NSC 95-2320-B-040-034-

HoF R 9 E0NO0LPZEI6EONTE 3P
HoFHE = d¢,%§§k§%’%§,ﬁ

S RS

FE B AR D Ay A - iEeE kT L T Lk



A g R EF TP E S S FLER RS
FRERATHELR AL EF T P4

(% 40

%ﬂ‘ A “&WE #y *D*@%%& g An S Mesangial A V@IS~ NF-kB
» AP {*#1 MCP-1 7 cox 2 F I

FEas 0 euAy s O EEIVE
3 %EE L NSC 95-2320-B-040-034
FAEHEF 2006708701 ~ 2007/07/31

o ER_REE e O

EREY 1
FEEE AR

FEHL (RSP FERTHY) VL iR
PiFEE P LFFH

P E A F & 3 p



A
AR R R R ¥ PR S MRS A P M g 0 ¢ KT
BORGERA g S e AR oA FRBMEE LF RSP L i i
Eﬁﬁﬁimww%9+am’uﬂmﬂﬁ%ﬂUm$%%‘%¥ii§mﬂﬁ
oo R ERGERA a4 od BV el LR B et R R A TR E
Y PIFERDE T o QP AR A LT FAE PN L e R E AT A
g G Ao keni®Er o
By a4tz 3 0 REY £ 24 (nutrient) %2 22 % £ % (non-nutrient)
CAER LG ORD R WAL RA R e R § 30 LG A RER
s B (S5 phytochemicals) "/TT TEMAEEr AL B2 0 B
ALAF IR LA DTEY o g FES DR IRE R L TR F
A n‘%ﬁ\}}% 3 ORE E R A T % 24 3 B (Doss et al., 2005; Fuhrman and Aviram,
2001; Khan et al., 2005; Kris-Etherton et al., 2004; Mursu et al., 2007; Nettleton et al.,
2006; Song et al., 2005) > & @ &= A PR Ao pr S TR EE A SELL o S
it (flavonoids) % phytochemicals 2. — » 5 &+ % #kengi g ~ K& H v 4ra %
SACFERZ PP B REXTEE HF IR P SAE FE PSR
LR T FERESY I P A BLE 0 A R RS ITER L
2 £ 773 “7£ % (Hertog et al., 1994) o
= 5k
HUVECs were exposed to 35.5mM glucose plus 1ng/ml TNF-o with
or without flavonoids and incubated for 24 hours. The western blot analysis
was used to show the protein expression of ICMA-1 and Nrf2. Flow
cytometry, and reverse transcription-polymerase chain reaction were used to
show the surface protein and mRNA expression of ICAM-1, respectively.
Electrophretic mobility shift assay was used to show the NF- B

transcriptional activity.
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This data provide information that these flavonoids may play a different role in
regulating expression of adhesion molecules and in providing distinct
cytoprotective effects in activated endothelial cells. These data suggest that dietary
flavonoids could play a significant role in the reduction of inflammatory responses.



Further research is necessary to explore the effect of dietary flavonoids on their
health benefits in prevention of cardiovascular diseases.



